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SEQUENCE LISTING 



<110> Merck & Co., Inc. 

Barnett, Stanley F. 
DeFeo-Jones, Deborah 
Hartman, George D. 
Haskell, Kathleen M . 
Huber, Hans E. 
Nahas, Deborah D. 
Lindsley, Craig W. 
Zhao, Zhijian 

<12 0> Method of Treating Cancer 



<130> 21075Y 

<150> 60/370,827 
<151> 2002-04-08 

<150> 60/417,202 
<151> 2002-10-09 

<160> 22 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 
<400> 1 

ctgcggccgc 10 

<210> 2 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<400> 2 

gtacgcggcc gcag 



14 



<210> 3 
<211> 39 
<212> DNA 

<213> Artificial Sequence 



- 1 - 




# 



<220> 

<223> Completely synthetic DNA Sequence 



<400> 3 

cgcgaattca gatctaccat gagcgacgtg gctattgtg 



39 



<210> 4 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 
<400> 4 

cgctctagag gatcctcagg ccgtgctgct ggc 33 

<210> 5 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<210> 6 
<211> 45 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 
<400> 6 

gaatacatgc cgatggaaag cgacggggct gaagagatgg aggtg 45 

<210> 7 
<211> 40 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<400> 5 

gtacgatgct gaacgatatc ttcg 



24 



<400> 7 

cccctccatc tcttcagccc cgtcgctttc catcggcatg 



40 



<210> 8 
<211> 60 
<212> DNA 

<213> Artificial Sequence 



-2- 
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# 



<220> 

<223> Completely synthetic DNA Sequence 
<400> 8 

cgcggcgcgc caggtaccat ggaatacatg ccgatggaaa agaagcagga ggaggaggag 60 

<210> 9 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<210> 10 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 
<400> 10 

gaattcagat ctaccatgag cgatgttacc attgtg 36 

<210> 11 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<210> 12 
<211> 48 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 
<400> 12 

ggtaccatgg aatacatgcc gatggaaagc gatgttacca ttgtgaag 48 

<210> 13 
<211> 58 
<212> DNA 

<213> Artificial Sequence 



<400> 9 

cggagaacac acgctcccgg g 



21 



<400> 11 

tctagatctt attctcgtcc acttgcagag 



30 
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<220> 

<223> Completely synthetic DNA Sequence 
<400> 13 

cgcaggtacc atggaataca tgccgatgga aagcgatgga gaggaagaga tggatgcc 58 

<210> 14 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<210> 15 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 
<400> 15 

aagcttagat ctaccatgaa tgaggtgtct gtc 33 

<210> 16 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<210> 17 
<211> 49 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 
<400> 17 

ggtaccatgg aatacatgcc gatggaaaat gaggtgtctg tcatcaaag 49 

<210> 18 
<211> 60 
<212> DNA 

<213> Artificial Sequence 



<400> 14 

cgctctagat cttattctcg tccacttgca gag 



33 



<400> 16 

gaattcggat cctcactcgc ggatgctggc 



30 
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# 



<220> 

<223> Completely synthetic DNA Sequence 
<400> 18 

cgcaggtacc atggaataca tgccgatgga aaatgagacg actgaggaga tggaagtggc 60 



<210> 19 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic DNA Sequence 



<210> 20 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic Amino Acid Sequence 
<400> 20 

Glu Tyr Met Pro Met Glu 
1 5 



<210> 21 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic Amino Acid Sequence 
<400> 21 

Gly Gly Arg Ala Arg Thr Ser Ser Phe Ala Glu Pro Gly 
15 10 



<210> 22 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Completely synthetic Amino Acid Sequence 
<400> 22 

Lys Lys Gly Gly Arg Ala Arg Thr Ser Ser Phe Ala Glu Pro Gly 



<400> 19 

cgcgaattcg gatcctcact cgcggatgct ggc 



33 
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10 



15 
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